Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.037; wR factor = 0.086; data-to-parameter ratio = 13.4.
In the crystal structure of the title compound, C 15 H 20 N 2 O 3 S, the hydroxy group is involved in the formation of O-HÁ Á ÁN hydrogen bonds, which link two molecules into a centrosymmetric dimer. Weak C-HÁ Á ÁO hydrogen bonds further link these dimers into chains propagating along the a axis. The crystal packing exhibits -interactions between the five-and six-membered rings of neighbouring molecules [centroidcentroid distance = 3.819 (2) Å ] and short intermolecular SÁ Á ÁS contacts of 3.495 (1) Å .
Related literature
For details of the synthesis and related structures, see: Wright (1951) ; Preston (1974) ; Hamzah et al. (2010) ; Arumugam et al. 2011) ; Ruiz et al. (2010) ; Chou et al. (2011) . For the therapeutic properties of benzimidazole derivatives, see: Li et al. (2006) ; Hwu et al. (2008) ; Cui et al. (2010) ; Sasmal et al. (2011) ; Demirayak et al. (2011) . For bond lengths in organic compounds, see: Allen et al. (1987) . For the low-temperature device used in the data collection, see: Cosier & Glazer (1986 Table 1 Hydrogen-bond geometry (Å , ). The previledge sub-structures of benzimidazoles have been reported as potential inhibitors (Sasmal et al., 2011) , probes for β-amyloid (Aβ) plaques in Alzheimer's disease (Cui et al., 2010) , showed anti-cancer activities (Demirayak et al., 2011) , anti hepatitis B (Li et al., 2006) and C virus (Hwu et al., 2008) . Various methods have been employed to synthesize benzimidazole derivatives (Wright, 1951; Preston, 1974) . However, two common methods widely used are either by reacting diamine with carboxylic acid or diamine with aldehyde using solid catalyst (Ruiz et al., 2010) or polymer bounds (Chou et al., 2011) . In continuation of our work (Hamzah et al., 2010; Arumugam et al. 2011) , we report herein the crystal structure of the title compound, (I).
The title molecule ( Fig. 1 ), is similar with those reported earlier -ethyl 1-(2-hydroxyethyl)-2-phenyl-1H-benzimidazole-5-carboxylate (Hamzah et al., 2010) and ethyl 1-(2-hydroxyethyl)-2-propyl-1H-benzimidazole -5-carboxylate (Hamzah et al., 2011) , in that only the 2-methylthioethyl substituent at the imidazole ring is different. The benzimidazole ring [N1/N2/ C1-C7] is essentially planar and the C4 atom deviates by 0.012 (2)Å from that plane. The bond lengths and angles are in normal ranges (Allen et al., 1987) and are in agreement with those reported by Hamzah et al. (2010 Hamzah et al. ( , 2011 .
In the crystal structure, the hydroxy group is involved in formation intermolecular hydrogen bond O-H···N (Table 1) , which link two molecules into centrosymmetric dimer (Fig. 2) . Weak intermolecular C-H···O hydrogen bonds (Table 1) link further these dimers into chains propagated along a axis. The crystal packing exhibits π-π interactions between the benzimidazole fragments with Cg1···Cg2 distance of 3.819 (2)Å (Cg1 and Cg2 are centroids of N1/N2/C1/C6/C7 and C1-C6, respectively) and short intermolecular S···S contacts of 3.495 (1) Å.
Experimental
A mixture of 3-amino-4-(2-hydroxylethanolamine)benzoic acid ethyl ester (0.1.0 g, 0.45 mmol), K10-montmorillonite (2.0 g), 3-(methylthio) propionaldehyde (0.098 g, 0.91 mmol) and 1 ml MeCN were irradiated in CEM TM microwave at 80°C, 150 W, 5 bar and hold for 5 minutes. Then, another aliquot of aldehyde was added and the reation mixture was irradiated again at the same condition as before. The reaction was monitored by TLC (Hex:EtOAc,1:4). Upon completion, K10-montmorillonite was removed by filtration, washed with DCM and later evaporated in vacuo to afford brown precipitate. The compound was purified with PLC (Hex:EtOAc, 1:4) before it was recrystallized with hot MeOH to afford colourless crystals.
Refinement X-ray data were collected at 100 K (Cosier & Glazer, 1986) . Hydroxyl atom H3 was located from difference Fourier map, and isotropically refined with restraint O3-H3 = 0.843 (10) Å. The remaining H atoms attached to C atoms were fixed geometrically and refined as riding, with C-H= 0.95-0.99Å and with U iso (H)=1.2 or 1.5U eq (C). A rotating group model was applied to the methyl groups.
sup-2 Figures   Fig. 1 . The molecular structure of (I) showing the atomic numbering and 50% probability displacement ellipsods. Symmetry codes: (i) −x+2, −y+1, −z+1; (ii) x+1, y, z; (iii) −x+3, −y+1, −z+1.
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